Application No 10 535,733 Docket No.: S 254-0282RJS1 

Amendment dated IsLy 15, 2(a) 7 

Reply io Office Action of January i 7, 2007 

REMARKS 

States of tie Claims 

Claims 1, 2 and 4-21 are currently pending in the application. Claims 1.-5, 18 and 19 
stand rejected. Claims 6-17 and 20 are withdrawn as being drawn to a non-elected invention. 
Claims';. 2, i. . s t ; ve < letvt <■ - . i , • , i cancelled herein. 

All amendments and cancellations are made without prejudice or disclaimer. New claim 21 is 
presented herein. No new matter has been added by way of the present amendments. 
Specifically, the amendment to claim 1 is supported by the specification at, for instance, page 2, 
lines $-10, page 3, and Examples 1 and 2. Amendment to claims 2 and 18 are supported 
throughout the specification at, for instance, page 10, last paragraph. Claim 4 has been amended 
herein to depend from both claim 1 and claim 2. New claim 21 is supported at, for instance, 
claims 1 , 2 and 5, Reconsideration is respectfully requested. 

Objectless to the Specification 

The Examiner objects to the specification for reciting trademarks without capitalization. 
(See, Office Action of January 17, 2007, at page 3, hereinafter, "Office Action"). Applicants 
•have" submitted herewith amendments to the specification correcting these errors, hi the 
amendments, the entire trademark name is capitalized. No new matter is introduced to the 
specification by way of these arnendmenfs. 

Reconsideration and withdrawal of die objection to the specification are respectfully 
requested. 
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Aroesjdnsentdated May 15, 2007 
.ReplytoOfSs.ee Adi.on. of January 17, 2007 

Rejections Under 35 U.S.C. § 112, Second Farsgmpfe 

Claims 1-3, 18 and 19 stan i rej« is der 35 U.S.C §11 2, seco d p . r i ' 
to particularly point out and distinctly claim the subject matter which Applicants regard as the 
invention. (See, Office Action, at page 3). Claim 3 has been cancelled herein without prejudice 
or disciaime U is o m 1 g os of< htb 3 applicants tr verse ie eje on as to u 

remaining claims as set forth herein. 

The Examiner states that the phrase "biological activity substantially equivalent to the 
.function of the polypeptide," recited in claims 1 and 2 is unclear because tins phrase could be 
interpreted to mean many different things and clarification by amendment of the claims Is 
required. (Id. at pages 3-4). 

Although Applicants do not agree that: claims 1 and 2 are indefinite* to expedite 
prosecution, claims 1 and 2 have been amended herein without prejudice or disclaimer to remove 
the phrase upon which the Examiner's rejection is based. In place thereof Applicants have 
ns 1 am 2 to ret te part, "having N-acetylgkcosamine transferase activity." 
Support for this '.amendment may be found throughout the specification at, for instance, page 2, 
lines 8-10, page 3, and Examples 1 and 2. That is, as shown in Examples 1 and 2, the' isolated 
DNA of the present invention is clone number FJ04470. The specification, at .page 2, lines 8-10, 
page 3 and Example 2, shows that the protein encoded by clone FJ04470 has N- 
acetylglucosamine transferase activity, thus providing basis for support for the amendment: 
Furthermore, Applicants submit herewith a copy of Inamori. et ah, The Journal of Biological 
Chemistry, 2 78(44) :43 102-43109, 2003, attached hereto as Exhibit A, which was published after 
the priority date of the present application. Inaroori ei ah disclose a protein (GnT-IX) which has 
Birch, Stewart, Kolasch & Birch, LLP 12 GMM/TJS/mua 
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an amino acid sequence 99,9% identical to SEQ ID NO:2 of the present application. Also 
attached hereto as Exhibit B is a Figure showing the alignment of the amino acid sequence of 
Inamori et al. (0761)04 protein) with the amino acid sequence of SEQ ID NO:2 of the present 
application (X2375 FJ04470, SEQ ID NO:2). As the Figure in Exhibit B indicates, only one 
amino acid is different between the two sequences. Inamori et al farther show that a 
recombinant Gnl-iX has N-acetylglucosamine transferase activity, as disclosed in the abstract 
and in the second paragraph in the right column on page 43108. Therefore, it is clear that the 
protein encoded by the claimed DNA of the present application has N-acetyl glucosamine 
transferase activity. 

The Examiner further states that the recitation of "stringent conditions" of hybridization 
of claims 2 and 18 is unclear. (M. at page 4). Although Applicants do not agree that claims 2 
and 18 are indefinite, to expedite prosecution, claims 2 and 18 have been amended herein 
without prejudice or disclaimer to recite, in part, "hybridizing under stringent conditions of 0.1 
XSSC, 0.1% SDS and 37 C 'C." Support for this amendment may be found throughout the 
specification at, for instance, page ! 0, last paragraph. 

Reconsideration and withdrawal of the indefiniteness rejection of claims 1, 2, 18 and 19 
are respectfully requested. 

Rejectees Under 35 U.S.C. § 112, First Paragraph 

Claims 1-5. 18 and 19 stand rejected undet 35 U.S.C. § i 12, first paragraph, foi failing to 
5 1 t e t e lent (See, 0 + ; ^ctio it page 4 { {aim ? has been 
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cancelled herein without prejudice or disclaimer, thus obviating the rejection of claim 3, 
Applicants traverse the rejection as to the remaining claims as set forth herein. 

The Examiner states that the specification enables a DNA encoding SEQ ID NO:2 or a 
DNA comprising SEQ ID NO:l. (Id. at page 5). However, the Examiner states that the 
specification does not enable any DNA sequences having any deletions, substitutions or 
additions to these sequences or nucleotides that hybridize to these sequences, complementary 
sequences or genes comprising these sequences. (Id.). The Examiner's comments seem to be 
directed at the "derived from" language of claims 1 and 2 and the language including the phrase 
"deletion, substitution, or addition of one or a plurality of amino acids," (Id.). 

Although Applicants do not agree that claims 1, 2, : % 5, 18 and 19 lack enablement in the 
specification, claim I, part (b), has been amended herein, without prejudice or disclaimer, to 
recite, in pari; "a polypeptide, consisting of an amino acid sequence derived from the amino acid 
sequence represented by SEQ ID NO: 2 by deletion, substitution, or addition of within one to 
•twenty amino acids and having N-acetylglucosamine transferase activity." This amendment is 
supported by the specification at, for instance, the second paragraph of page 9. The number of 
amino acids of the sequence of SEQ ID NO:2 is 793. The amino acid sequence derived from the 
amino acid sequence represented by SEQ ID NO: 2 by deletion, substitution, or addition of 
within one to twa ^ * th the an no $cid sequence of 

SEQ ID NO:2. Accordingly, those skilled in the art can readily obtain a polypeptide consisting 
of an amino acid sequence derived from the amino acid sequence represented by SEQ ID NO: 2 
by deletion, substitution, or addition of within one to twenty amino acids and having N- 
acetylglucosamine transferase activity. 

Birch, Stewart, Kolssch & Birch, LLP 14 GMM/TJS/mua 
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Amendment dated May 5 5, 200? 

eAc! ) aary 2 2007 

Regarding claims 2 and 18, although Applicants do not agree that these claims lack 
enablement, to expedll pn scntion, claims 2 and 18 have been mi t pre v e or 

disclaimer to recite, in part, "hybridizing under stringent conditions of 0.1 XSSC, 0.1% SDS and 
'< V " S '>« - ie: s u i .it f . lo t t e : _.>> r ^ ^ i >. at > r^uc 
page 10. last parac >h 

Since no independent reasoning is provided for the rejection .->f depetsdem claims 4, 5 and 
19, these claims are believed to also be enabled for the reasons provided above, with respect to 
claims 1. 2 and 18, from which they depend. 

Reconsideration ami withdrawal of the enablement rejection of claims 1, 2, 4, 5, 18 and 
19 are respectfully requested. 

Rejections Under 35 U.S.C § 101 

Claims 1-3, 18 and 19 stand rejected under 35 U.S.C. § 101 because they allegedly are 
directed to non-statutory subject matter. (See, Office Action, at page 7). Claim 3 has been 
cancelled herein without prejudice or disclaimer, thus obviating the rejection of claim 3. 
Applicants traverse the rejection as to the remaining claims as set forth herein. 

The Examiner suggests amending the claims to recite "an isolated" or "purified" 
nucleotide or polypeptide to reflect the hand of man in the presently claimed invention. (Id. at 
page 8). Applicants have herein amended claims 1, 2, 18 and 19 (be dependency) to recite 
"isolated"' p - J d< > N DNA, s sugt s? c y the Examine! 

Reconsideration a»d withdrawal of the rejech on of claims I, 2, 18 and 19 in light of the 
amendments presented herein are -respectfully requested. 

Birch, Stewart, Kolasch & Birch, LLP 15 GMWTJS/mua 
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Rejections Under 35 U.S.C. § 102(b) 

Claims 1-5 and 18 stand rejected under 35 U.S.C. § 102(b) as being anticipated by 

Sanjanwala et al., WO 2002/46426 (teeiftaier, ^Sanjanwala et a!."). (See, Office Action, at 

page 8). Claim 3 has been cancelled herein without prejudice or disclaimer, thus obviating the 

rejection of claim 3, Applicants traverse the rejection as to the remaining claims as set forth 

hereto. 

The Examiner states that Sanjanwala et al. disclose a nucleotide sequence (SEQ ID 
NO:8) which is 8.6.5% homologous to SEQ.ID NO:2 of the presently claimed invention and that 
Sanjanwala et al, disclose a gene comprising this sequence as well as a ceil expressing the. 
protein. {Id. at pages 8-9). The Examiner further states that since it is likely a polynucleotide 
encoding SEQ ID NO:8 of Sanjanwala et al. would hybridize to SEQ ID NOT under sonic 
conditions and may encode an enzyme having similar activity, Sanjanwala et ah anticipate the 
presently claimed invention. (Id.), 

However, claim 1 has been amended herein to recite that the i solated DNA of claim 1, 
< ID NO '2 and those sequences varying by only 1 to 20 amino acids, 
which is at least 95% identical to SEQ ID NO:2. The sequence disclosed in Sanjawala et al is 
only 86.5% identical, as stated by the Examiner at page 9 of the Office Action. Furthermore, 
claims 2 and 18 have been amended Co recite specific stringent hybridization conditions. 
Sanjawala el al. disclose no sequences thai would hybridize to the isolated DNA of the presently 
claimed invention. 

Thus, since the cited reference does not disclose all of the limitations of the presently 
claimed invention, Sanjawala et al. cannot anticipate the presently claimed invention. "A claim 
Birch, Stewart, Koksch & Bitch, LLP .16 GMM/TJS/mua 
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Amendn:i£-nt dated May 15, 200? 

Reply to Office Action' of January 17, 2007 

is anticipated only if each and every element as set forth in the claim is found, either expressly or 
v t re erence " {See, I e> degaal Bros. v. Union Oil Co. of 

California, 814 F.2d 628, 631, 2 U.S.P.Q.2d 1051, 1053 (Fed, Ck 1987)). 

Dependent claims 4, 5 and 19 are not anticipated as, inter aha, depending .trom a n.on- 
c * -» ,'12 

Reconsideration and withdrawal of the anticipation rejection of claims 1, 2, 4, 5, 18 aid 
19 are respectfully requested. 

CONCLUSION 

If the Examiner has any questions or comments, please contact Thomas J. Siepmann, 
Ph.D., Registration No 57,374, at the offices of Birch, Stewart, Kolasch & Birch, LLP. 

If necessary, the Commissioner is hereby authorized m this, concurrent, and future 
replies, to charge payment or credit any overpayment, to our Deposit Account No. 02-2448 tor 
any additional fees required under 37 C.FJL § 1.16 or under § 1.17; particularly, extension of 
time fees. 

Dated: May 15, 2007 Resptc 1 . ^ vb'-iHcd, 

By 

Registration Neil; 28,977 / / / 

81 10 Gatehouse Road 
Suite 100 East 
P.O. Box 747 

Falls Church, Virginia 22040-0747 

(703)205-8000 

Attorney for Applicants 

Attachments: Exhibit A - Inamori et &L,J. Biol. Chem., 278(44):43 102-43 109, 2003 
Exhibit B - Sequence Alignment, Q76D04 (Gnl'-IX) and SEQ ID NO:2 

Birch, Stewart, Kolasch & Birch, LLP 17 GMM/TJS/mua 
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wi.th a Vftriire. lTnity-40b m S ( 

shifts are expressed as ppj-s I'eA'd.ive xa ;,n axiernai shaajfira cd attn. the htwliiedkal prctc !rl in an EST data base scairdt, we found 
r.aattiybtdydtr.rcpiaraa-: i , , 

cVt^ijc-a Sfcr ^jat; Z>or 5;ef , — - r , ( andtte-e tis- 5.0 c a pi-atalra Frcaa the cpiitd^isps secbdtvb' of the seven 

Voii^Tiblol ,JLu - , s rr s r 1 

- n„- aaam.f^t-ai-trd. r rlr ,, r l0 tiOl Ft ? using tn i I \ \ from V«n,v; S h« ! «.w < - 
H rcc tht Pf-R predict' w^r . r< ~i<h <ir ecx- i ■ - 
farj-ixi and the csoat of the hypothetical protest} tv.y.y derivial 

\, and air EcoKV diccest ■yarcespoadi^fr ta !! uc)anT.;des 40B- Jb&fi; of « f ! l ^ ! - * 1 T w « ' T f h;;!yian bpawt for the 
t v , a \ ^ 

DNA isisihig s\~w» tAxsera-h;i«i 1- »»« mined by a combiiiatioa of RAGS and s farther data base 
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Chemical Shift (ppm) 

?!b. 6. Pstaos T s sjiretrii ot itse swbsir&t.*> sad t&e nn-.yrniith- pro-darts, A, GiiGji-bi-PA, B arid G Eoizyoissic piosiaets PI aj;d P2 
Cnemata shift veless id asiais-re proton ss ; ; U bs are sea by: r r a:or. sifflss ..its saaooirised ie Tabic.- L Ac mdicstes a signal 0oe to orom<j;br.m 
t.i i used as i-ti s botrbr for Hi-'LC. 
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ii-ch Fl g th T N \ GaT-IX 

d<i-he::;.-d amino acid seqoe.tuies are s-hov/o in Fig. 1A The de- 
K' i ir I s t v f e { "i > - 792 

arsino acid residues, with a calculated molecular roass of 89,53.; 
Da and ha? eight potential *V-g\yco6yJatiW! sites. U appears to 
eoosist oh to Nd.erniiiial cytoplasmic tail, a iraasaoesrbiraRe 

J > 1.1 is ! i a J t i , t > r t - 

f t . - i t ^ 

1 , thl . \ !Cv \ 

with 0. chogyjas ortixofeg >■ ~ " using BLAST 2 sepvierices 
iG the sequence* of human GGGV i GitT-SX exhibit be anb 

i 1 1 ^ ^ > s ^ ^ 

oaao GGGV geroe blGyoGb is mapped to chromosome 2«2i : 1-5), 
wtiervas tht Ot/GIX sen.' is capped to i7q25. 

irJisaliy, x*< to detect GcT activity using o vGioie 

*a ■ 

GnT-hX trio. Feci- d cells, AGhongh we tested several ceil inii-s, 
endogenous GaT V activity was detixtai TOd no ether GAS 
activity was foaod troder the conditions used in the tests. To 

rums G.G.GV activity, fi £ tuan u >„ 



1 I s ixpres < s Neuro-2a cells, < p >y Nj NTA 

tt r-, el i i : ; : t i > . <. 

■ 'red fc < then dir 

-, I ,i tl eA ! j G t t ji d 

sficyifie showed s liO-kDa band and a smear bond at a higher 
seoteeulaf weight. (Fig. 2), The captured tagged protein w«s 
diroctiy i-jbiocied to •> ~ i arider renditions typical for 
GrsT-V activity with GaGts-bi«PA as ax; acceptor Sidtatrate. 
Wheo the reseticut jroKtisre was subjected to HPLCd the raijor 
product i designated as Pi; of GcT-IX was tdiated ;;»-fG: ;d Fig 

i JC i. j it n r > 

>< In < o! « t two more ps.aks taciGs 2 and ,5) i d as 
lb iad P3> ta have >^ e; seen seen - i-areaf I ceOs u 
itaT-V ceatrcl ooiis wire observed. These Beaks were collected 
> \ 1 1 - s 1 

e-.-e <:■•■ ■ :} ss. id an .'?;./; value for iM -f Nor of 1891.7 trig. 

hat of Qx ri'-PA (ref > Fig. 0 for 
, t -c 1621,3 (Fig-, L This resuh and the retention time 
on HPLC suggest that Oh: strum n of PI, could be s as the 
product ot 0»T-V. The spectrum G P3 ^Fig. ' also si'mwed 
»eariy the same miz value { 1620.6) as GD. r tri'-PA. On the other 
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WW* pt*4, -r 

-MMatr " 
I) 



/GrGGX 
Gnl-V 



GnTPX ' 



G»T-vm/ GM-tam'-PA 
/ (pes* 2} 



GicNAral •"" 

(peak 3) 

P;o. o Predicted synthetic paSbway cataiyzed by GnT-IX. GoT XX catalyzes X:e transfer ofthcXAe to the Xoa 
i t tit i .tpt t ^ JxTfi 1 i i 

substrate aeri the rawymatk pnxfccts are shown 




i o . , 

. u U 1 j i 1 f i o 

-U\*I<»lf * ft l 3 t ! / i ^ 

E. t ( % t ( * 41 

S 1IJ S ' t > n if ! X 

f N X t f ! 

a.U\ u Ui S 1 ( 

position atid/a .,■ , ;si , ; hrtkage. 

Usifss fecorjibinarsi' soluble GAT IX. the obi ceAape.rn of the 
GnT .vi!vjt> f GnT -EX. *as examined in a reaction unsure 
composed of 200 \ each buffer, 40 oiy 1 \ \ 200 

i oGo-bi-PA The op 
found co be between 7.5 and 8.5 In MOPS or KEPES buffer, 
wheress tfuit of GG.GV was aroreod pH 6.5 (data not Grcw-a). 
The effects of divalent estttwis on GnT activity were < exafn- 

chdcAdes or EDTA. Metal iocs such as Msf \ CaP'G and Mn s ' 
had an effect on the reaction. GnT activity is < „ v r t > < 
by Ni X EOT A had no effect oy ; thVa tivitj - 

to (>- v ^ v < AT "* t s - l , ^ IX * 
enhanced by the presence of glyosjie. In foe presence of 5.5. y; 
giyei.n* at pK 7.5, the yield of erotyyraatk- products were is- 



n o 1 jot 1 _ J fx e >» i 
red s s i . ^ ,v >v . )( »i h^ 

coodihoi: to prepare maniples tor NME analyses. After a Aday 
incubation, most of the substrate was converted to tire enzy- 

h'-'l 5" 1 u >! < >i k txi r 'f v < 

converted to Pi, P2 and P3. respectively. Therefore. PI one! P2 

' \ A l N Sx I 

NMR analyses wev» carried on- > toohrro of the struc;oreii 

1 ( ! ( f » > 1 „ ^ ■>! iff - 

the sabevrare and the two products are shown, in hoy 5. The 
choonrai shift vobeori >' Ga?ir aooroeric pro-on sigiiais and 
! 'fui'- 

for PI were , ) with those of Go, tri -PA <22). In the 

T « f j o t tditiona 

GicNAo appeared at 2.044 ppso. 'Gas «. 1 shift vyioo seg- 
gests that the GkNAc binds to the CHy>B srroop at the 6-po^ 
sition The onomerio proton -. > 1 of Mao 4 iRssigried at the 
Grs.-GGaopA strocture in Fig. b) was fibserved at 5.085 ppm 
and showed a sniff to higher field by It 50 pan: relative to that 
f "G i r dlA'V Uits 

attached to AGGOH at the 6-posiGor, of Xhm 45 the onomenc 
pj-oiori signal of Man 4' shifted te ihgher field by 0,49 ppm 
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a Tjovei homologous gene of daman GGGV. designated as GziT- 
LG >,n < > possesses novel < ^ GT activity. 
Tb< architecture 1 the positions of the cysteine 

served ha 1 ^ in i i,e;G s i.r. the Store region of 

hiim/iii GnT-Yb cerreB|x>iv.lirig to th» position at a L188R point 
M -tJi nKi " - w ' > 

also cotsHfcJwi in GnT-IX (Leu ao G, It lias previously been re- 

< 1 i i es -< t 1 t >yi 

i 1 > 1 o \ > 1} t 

-t <oi G i t s - a! o» 

< -. b imn ffr" V 

GtsT tX is us extra 3 1 < sa »o acid nss idues ooerv I in f-he 

t i -i t to i H a > ^ G. • t rx -rG-i A 

j! 1 > \ 'l - i \ > i*. 

surface , Whs out is h 

vetoed in the ill o* substrate specificity' between GnT-IX 
nabob \Gvmura, n b : u .igac ) 
Recombinant human GnT-IX amtalfy- exhibited GnT-V ac 
,i j < 
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i thlt> tr*£ 
1 it.ii 



< aod GoT-V i ^ i tissues * toabsc 



additi 



oiMar 



i i a F " ht r ts ind ; 
e.NA , - , i e d , ! ^ ^ he S-p< 



). Ths 



the additional GiG-JAe dbsbGGG: 7"! gave o doublet signal with a 
coupling constant of 8.0 Ha at -IbeG preta 'bins couphur, eon- 
staiat vGrue shoves that the linhage of the GicNAc is a b-ibrm. 

Northern blot analysis showed that the GnT-BC transedpt of 
-5 kb :s x u \ i ! ha i 1 - 1 " t tbeGGGV 
transcript of " fcb :s expressed in various tissues .'Fig. 7) Dot 
blot analysis also shoveed that i T K is specifically expressed 
n ah area;; of the adust hrsGi as wGi as the fetal ' - n (Fig. S). 

Thais ;ar : no homologous pace of GnT-V in t v genome in sriy 

Gn'GV ortholog was found is C. s.Ggens, and the gam was tao 
sols GaT-V boatsdog preseat in its gejjoitse i 15). Here we report 



f-PA 



of GnT-IX wo 



6-OH positifm of 
isiderabiy lower 



fean th«t ofGaT-V wbea a siraikr aj 

served a - tag aatibody 

bi.-st;i re.ii sh-iv-yab faterosiingby, GnT-IX .ab-e acted on i.ho o.l.'G 

v-i 5 i • I- a;:eeptor substrate. TherGbre, 

GnT-IX is able to catalyze the tr % . * % to tKt si-OG 

. i t j } i ' i\ v 

■s present in both c<-iin.ked manncse arras of the .G-giycaii, 

indicating that GnT-Di bfforerb. aod di 
GnT-IX pi i; NAc tt 

rsarrajoso arm rather than the oGtbb.tikod nianrsoae arm <pe.ahi 
1 and 3 in i 5 - ^e-t to e 6-GG pai ;i n a 
. 'e^ f , . , , , ..^ TT\ \. t G 

e G,« i ma mam 

The exp >" s Gr jene was found s.oGx^ e> 
sively in the brain, whereas the GrT-V gene is oGqaiioosiy 
expf-es.so.d. Simiiar resalts were, slso observed ta fetal tissues, 
a '..G A ,.i i r lb . I 

ad oit i 

doteciabio buiT-V j aehvity and F. vulgar;* Gaikoaggfu- 

appeared to be norma; ;12). Since the t < s ■ vt j -> 'n> 
exGnsior: is dependent m p.l,6-b.ranch tbrri};ition by GoT-V, 
f.ti.fi isehibn ' t in th.e. procss 

r -< i ! ! X CCtvM i, 

tosarairre chains and their re-eeptars G, b;. GnT-IX may com- 
v . > if *" t - ii -i 1 i r v,jd d 

Fig. b fiinrmiarizes the predietod synthetic pathway of the 
> wu > A ( 
lyres v.ao synthesis of f-vo cinKpiO AGirGsd ohgosaecharide 
sGro.-toi'ss, sjar.oetv the tr;aoteav:ary o'agos.accbande possess- 

| brsat d Gic5 n the al.S-lin* i 

(f ]n ;? -trb-FA, pead bfi and the totra ant anna ry aligosat'Garidde 
')i' ,o G > t - ' tlo ,'tn 

nanjao.-t i t s ~V : \ 1 - tTucUirs ^ je i 

been reported in any mamraaiian tissues. Far further progress, 
it will he necessary to deGranre; ybetber Grose strtrttores 
actuaiiy exist ta the brain. 

>.-"—' are gratefui to biv. Hisasai Ganjnatsa ;G!yca- 
< ji bariiiboTj Teaap Hisseare>> i > 'v. < v Natwoai f 

t«ite of Aff<aaced ladastria: Sweace and Technology fA15?D, ibarabi, 
oi {or i,o i -i n 1 - 1 1 



cIWA Cloning 



Ms. ami 

. arA Pukisda, M rami 

**>. ass, tm-«m 



jn if . OJW . ^, i - J ■ IK v - ii, 

8 a?9S".J > v f 3&s 23: ;;:<* 



!7s. ;!?•?- 4i : « 

1 Txr.:r..>vs, T. A., j M i; «ci._. n , T. „ ; i'^viiW;! Jfc - < i..-.'f. I7-i, „ . 
2a. N;::.mkan-a. A.. C.::. ■!., j S.. r TosksatK N. OS?!); SmA,.^>. 

2K w^-Mtam, j,, SkmdH-am, ;>., f X., l}«kac:.J. Baty, j , ami v.iK.c..l*y 



58 82 SS 38 SB S8 SB 38 SS |K §t |« I 

IS : p Is !• p & B s ; 

vg , " , : ^ ^ v. V; - T. ; >r a 

B - ?; < : ?* »; '* K K I ~~ ' 

fj ?j I| It ft Ii li f| a it t| Si II I j 

i I i i i s i -I i i i i f s 

is as || ss ss ss gs ss xs ss Kg 2S , 



Is B II II ss II SI 11 11 11 II Is ss 



[Q7SD04..HUMAN] Basic UniPreiKB Entry Vievrer ■• UroPret [ts» Universal Protein Resource] 



IniProt 



Home About UniProt GettSw} Started Seareh«s/Teo» 



Basic UniProtKS Entry Viewer 



1 Vour Query Seeuit Sets {Pag«s - 1)1 

















it the UttiPrciXS/TrSKSS. entry 



Primary sccessfco m 



Integrate ■r.tc UmProtKB/iVEMfa. 



Q?8E>t!4„HW!«8AS 



i pt 



[Q76D04 HUMAN] Basi ? B «r it trio I i 



< <■ T -r . 

DOi=--10.10'M/jbC M30825=;Q0; MtDLi^ii-iiy- 
£->,M.r, ' r'l'J 1?Mf) 
inamriri X., untie '!' , Ida ¥. 
•Mciecuter etontng sn< 

KtWllllCIMW^IW 
S. Cheiri. 278:43 



fit: J., itenife 



NijCLECTiiDE StQ-JtP-JCE. 
TISSUE'-Brain; 

i ^ t ' >-i -c vhe t dstabsses. 



i<r-0' 4 i^Av] 5 . °rcx3 a t v Viewer - UniProt [the U«v*r*si Protein Resource] 



3/4 







GiyccAyitrir.iferssfi 




Transferase 


SeSiu.e»je« information 




AA 


<i > . i ' ,> t 




CRC&4 


1 1 


KIWSKiai KVSSCMre£.S MNBJfVL 
















G£CPLTK¥LP F Dl- 1 ■■'.'£! 5TH0, L;>r!X?-_? H 






s J rT.Gir.NXYKS TH3TV<W^ SCO 




rr. ohs'xa.8n?ig - • •■.■•;vr>vv eoc 






V J '1 



! . v > » V " 2007/02/21 



[Q3S004..HUMA?|j Sasio IjtiiProtKB Entry View«r - UniProt [the Universal Protein Resoles] 4/4 ^---V 



A&out VnfProt Setting Kterted 5e : 3;xhe-;/TMis Efsta&ases Support/pocufnersisfi^st 

MOMS i ! SJT6 MAP v 1i V VI .• - i l«« TERMS Or USE 



